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DNA methyltransferase 3 alpha and TET methylcytosine dioxygenase 2

restrain mitochondrial DNA-mediated interferon signaling in macrophages
Cobo 1I,Tanaka TN,Chandra Mangalhara K,Lana A,Yeang C,Han C,Schlachetzki
J,Challcombe J,Fixsen BR,Sakai M, --Glass CK. Immunity. 2022

Niche-Specific Reprogramming of Epigenetic Landscapes Drives Myeloid

Cell Diversity in Nonalcoholic Steatohepatitis
Seidman ]S, Troutman TD, Sakai M, - Glass CK. Immunity. 2020

Liver-Derived Signals Sequentially Reprogram Myeloid Enhancers to

Initiate and Maintain Kupffer Cell Identity
Sakai M, ---Glass CK. Immunity. 2019

Diverse motif ensembles specify non-redundant DNA binding activities of

AP-1 family members in macrophages
Fonseca GJ, Tao J, Westin EM, Duttke SH, Spann NJ, Strid T, Shen Z, Stender JD, Sakai
M, ---Glass CK. Nat Commun. 2019

Analysis of Genetically Diverse Macrophages Reveals Local and Domain-

wide Mechanisms that Control Transcription Factor Binding and Function
Link VM, Duttke SH, Chun HB, Holtman IR, Westin E, Hoeksema MA, Abe Y, Skola D,
Romanoski CE, Tao ], Fonseca GJ, Troutman TD, Spann NJ, Strid T, Sakai M, ---Glass
CK. Cell. 2018
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